There are 44 one-domain enzymes from 39 different superfamilies. One superfamily is represented in two different domain combinations and two are represented in three domain combinations.
The isolated form of the a.124.1 domain is phospholipase C. This domain is also present in α-toxin which has the same phospholipase activity, here the extra domain assists with binding some of the enzyme substrates (sphingomyelin) and also has a membrane localisation role. The single domain protein c.23.16 is γ-glutamyl hydrolase which catalyses the cleavage of γ-glutamyl residues from pteroylpoly-γ-glutamate giving pteroyl-α-glutamate and free glutamic acid. The domain combination example has a similar substrate glutamine which it hydrolyses to glutamate. The reaction mechanism of both catalytic domains is identical although the substrates differ slightly. Here the extra domain is responsible for assisting binding glutamine at the domain interface. The single domain protein catalyses the removal of C-terminal of proline residues. In the domain combination the same domain catalyses hydrolysis of proline-amino acid or alanine-amino acid peptide bonds. The extra domain in the domain combination has a structural role preventing larger substrates from reaching the active site of the prolyl oligopeptidase. This permits peptides to enter but excludes large proteins preventing accidental proteolysis. The one domain protein c.61.1 is xantine-guanine PRTase which catalyses the transfer of the phosphoribosyl from PRib-PP to the 6-oxopurine bases. In the domain combination the c.61.1 domain is the second catalytic domain of glutamine 5 PRPP amidotransferase responsible for catalysing the production of 5-phosphoribosyl-1-amine (PRA) from 5-phospho-ribosyl-1-pyrophosphate (PRPP) using the amide group of glutamine as the nitrogen source. 
